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BAIAP2LL HiJE (BEAHEH)

2R BAIAP2LL PR (EAEAD

P4 BAIAP2L1 Antigen (Recombinant Protein)
il #:  BAI1 associated protein 2 like 1; IRTKS
MxFA: PR
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Fusion protein corresponding to a region derived from 312-511 amino acids of human BAIAP2L1

BARHS

Full name: BAIL1 associated protein 2 like 1

Synonyms: IRTKS

Swissprot: Q9UHR4

Gene Accession: BC013888

Purity: >85%, as determined by Coomassie blue stained SDS-PAGE

Expression system: Escherichia coli

Tags: His tag C-Terminus, GST tag N-Terminus
This gene encodes a member of the IMD (IRSp53/MIM homolo
gy domain) family. Members of this family can be subdivided i
n two groups, the IRSp53-like and MIM-like, based on the pres
ence or absence of the SH3 (Src homology 3) domain. The pro
tein encoded by this gene contains a conserved IMD, also kno

Background:

wn as F-actin bundling domain, at the N-terminus, and a cano
nical SH3 domain near the C-terminus, so it belongs to the IRS
p53-like group. This protein is the substrate for insulin receptor
tyrosine kinase and binds to the small GTPase Rac. It is involve
d in signal transduction pathways that link deformation of the
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plasma membrane and remodeling of the actin cytoskeleton. It
also promotes actin assembly and membrane protrusions when
overexpressed in mammalian cells, and is essential to the form
ation of a potent actin assembly complex during EHEC (Entero
hemorrhagic Escherichia coli) pedestal formation.



